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Awards
2021 Emerging Leader in Computational Oncology; Memorial Sloan Kettering Cancer Center
2018 Outstanding Research Award; Department of Mathematics, University of Alabama



2015-2018 Ainsworth Scholarship in Applied Mathematics; University of Alabama

2014-2018 University of Alabama Travel Award

2017

2012

Travel Fund; BIOMATH Conference, Kruger, South Africa

Bachelor Degree with Outstanding Rank, top 3 of the Honors class

Computational packages

Github Repository

abcsmcerf Approximate Bayesian Computation sequential Monte Carlo via random forests
CINner Simulation of cancer evolution in single cells driven chromosomal instability
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Yining Ma
Xuanwen Guo
Junze Huang
Boan Zhu
Ruilin Dai
Yichi Yang
Zijin Xiang
Zhihan Liu

Andrew Chan

MA, Department of Statistics, Columbia University
MA, Department of Statistics, Columbia University
MA, Department of Statistics, Columbia University
MA, Department of Statistics, Columbia University
MA, Department of Statistics, Columbia University
MA, Department of Statistics, Columbia University
MA, Department of Statistics, Columbia University
MA, Department of Statistics, Columbia University

BS, Case Western Reserve University

2024 Tess Breton MA, Ecole Polytechnique

2024 Madeleine Hueber MA, Ecole Polytechnique

2024 Elliott Seo BS, Stony Brook University

2024 Ranjing Zhang MA, Department of Statistics, Columbia University
2024 Wenhe Chen MA, Department of Statistics, Columbia University
2023 Amanda Samuel MA, Department of Statistics, Columbia University
2023 Jiapeng Li MA, Department of Statistics, Columbia University
Expertise

Computational Oncology

Mathematics

Programming

Services

Analysis of bulk and single-cell DNA-sequencing data

Numerical algorithms, Differential Equations, Real Analysis

HPC, R, Matlab, Fortran, C/C++

Editorial Board

Frontiers in Oncology; Frontiers in Genetics


https://iopscience.iop.org/article/10.1088/1478-3975/13/3/035003

Funding Reviewer French National Research Agency (ANR) AAPG, 2023
Manuscript Reviewer Scientific Reports; Applied Mathematics and Computation;
Stochastic Models; Frontiers in Ecology and Evolution; Frontiers in

Genetics; Frontiers in Oncology; Bulletin of Mathematical Biology

Conference Presentations

American Mathematical Society (AMS) Fall Central Sectional Meeting, San Antonio, TX, 2024
25th International Symposium on Mathematical Programming, Montréal, Canada, 2024

IICD Intensive Workshop: Methods in Single-Cell Data Integration and Optimal Transport, New York,
NY, 2024

Gordon Research Conference: Single-cell cancer biology, Manchester, NH, 2024

Joint Mathematics Meetings, San Francisco, CA, 2024

Society for Mathematical Biology Annual Meeting, Columbus, OH, 2023

Mathematical and Computational Methods in Cancer and Biology Symposium, New York, NY, 2023
Gliwice Scientific Meetings, Gliwice, Poland, 2022

Cancer Grand Challenges Future Leaders, Barcelona, Spain, 2022

ECMTB - European Conference on Mathematical and Theoretical Biology, Heidelberg, Germany, 2022

Gordon Research Conference: Dissecting Evolution and Heterogeneity of Single Cancer Cells, Easton,
MA, 2022

ICRA9 - 9th International Conference on Risk Analysis, Italy, 2022
ASH Annual Meeting & Exposition, Orlando, FL, 2019

Multiscale Cell Fate Symposium, Irvine, CA, 2018

Dynamics Days Europe, Loughborough, Britain, 2018

Joint Mathematics Meetings, San Diego, CA, 2018

BIOMATH Conference, Kruger, South Africa, 2017

SIAM Conference on the Life Sciences, Boston, MA, 2016

SIAM-SEAS - Southeastern Atlantic section conference, Athens, GA, 2016



BIOT Conference - Biotechnology and Bioinformatics Symposium, Provo, UT, 2015
The 9th g-bio Conference, Blacksburg, VA, 2015

Symposium on Biomathematics and Ecology: Education and Research, Claremont, CA, 2014

Teaching Experience

Spring 2018 Math 112 (Pre-calculus and Algebra)
Fall 2017 Math 238 (Differential Equations)
Spring 2017 Math 237 (Linear Algebra)
Math 112 (Pre-calculus and Algebra)
Fall 2016 Math 238 (Differential Equations)
Math 115 (Pre-calculus, Algebra and Trigonometry)
Spring 2016 Math 121 (Business Calculus)
Fall 2015 Math 113 (Pre-calculus and Trigonometry)
Spring 2015 Math 112 (Pre-calculus and Algebra)

Fall 2014 Math 112 (Pre-calculus and Algebra)



